Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.029; wR factor = 0.084; data-to-parameter ratio = 18.3.
In the title complex, [CuCl 2 (C 17 H 11 N 3 O 2 ) 2 ], the Cu II ion is located on an inversion center. It exhibits a distorted octahedral coordination geometry defined by two chloride anions at trans sites and four 3-pyridyl N atoms at equatorial sites from two (6-nicotinoyl-2-pyridyl)(3-pyridyl)methanone ligands. The (6-nicotinoyl-2-pyridyl)(3-pyridyl)methanone ligand can be viewed as having two pendant 3-pyridyl rings attached to a central pyridyl skeleton via separate carbonyl bridges, acting in a 2 N,N 0 -chelating mode with its 3-pyridyl N atoms bound to the Cu II ion. The pendant 3-pyridyl rings make a dihedral angle of 80.76 (5) . In the crystal, molecules are linked through intermolecular C-HÁ Á Á and C-HÁ Á ÁO interactions, forming a three-dimentional framework. 
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Cg1 is the centroid of the C13-C17,N3 ring. ligand (6-nicotinoyl-2-pyridyl)(3-pyridyl)methanone (abbreviated as L), a member of the pyridinylmethanone family.
In the crystal structure of the title complex, the center Cu II adopts an octahedral coordination geometry with two chlorido depositing in trans to each other, and two 2,6-pyridinediylbis(3-pyridinyl)methanone ligands bound to the ion by four 3-pyridyl N atoms ( 
The (6-nicotinoyl-2-pyridyl)(3-pyridyl)methanone ligand was obtained following the reaction procedure as reported in literature (Wan et al., 2008) . Reaction of (6-nicotinoyl-2-pyridyl)(3-pyridyl)methanone (29 mg, 0.1 mmol) with CuCl 2 (7 mg, 0.05 mmol) in acetonitrile formed trans-[Cu(C 17 H 11 N 3 O 2 ) 2 Cl 2 ] as a blue solution, which was left stand in air for four days to obtain block-like crystals (yield 13.1mg, 61%).
Refinement
The hydrogen atoms were placed in idealized positions and allowed to ride on the relevant carbon atoms, with C-H = 0.93 Å and U iso (H) = 1.2U eq (C).
Figures Fig. 1 . The atom-numbering scheme of the title complex (symmetry code: (i) -x+1.5, -y+0.5, -z+1.5) with red-dashed lines indicating weak Cu1-N1 bonding. Displacement ellipsoids are drawn at the 50% probability level and H atoms are omitted for clarity. Primary atom site location: structure-invariant direct methods Extinction coefficient: 0.00079 (17) supplementary materials sup-3
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the C13-C17,N3 ring. 
